	GO term
	Description
	P-value

	GO:0010468
	regulation of gene expression
	8.98E-8

	GO:0010212
	response to ionizing radiation
	8.99E-8

	GO:0060255
	regulation of macromolecule metabolic process
	3.09E-7

	GO:2000112
	regulation of cellular macromolecule biosynthetic process
	4.46E-7

	GO:0051252
	regulation of RNA metabolic process
	6.34E-7

	GO:0006355
	regulation of transcription, DNA-dependent
	9.49E-7

	GO:0010556
	regulation of macromolecule biosynthetic process
	1.17E-6

	GO:0019219
	regulation of nucleobase-containing compound metabolic process
	1.46E-6

	GO:0080090
	regulation of primary metabolic process
	1.51E-6

	GO:2001141
	regulation of RNA biosynthetic process
	1.53E-6

	GO:0051171
	regulation of nitrogen compound metabolic process
	3.44E-6

	GO:0019222
	regulation of metabolic process
	6.56E-6

	GO:0009889
	regulation of biosynthetic process
	1.1E-5

	GO:0031326
	regulation of cellular biosynthetic process
	1.24E-5

	GO:0022402
	cell cycle process
	1.61E-5

	GO:0034097
	response to cytokine stimulus
	1.75E-5

	GO:0031323
	regulation of cellular metabolic process
	1.94E-5

	GO:0045840
	positive regulation of mitosis
	2.39E-5

	GO:0051785
	positive regulation of nuclear division
	2.39E-5

	GO:0051246
	regulation of protein metabolic process
	3.71E-5

	GO:0022403
	cell cycle phase
	4.29E-5

	GO:0043123
	positive regulation of I-kappaB kinase/NF-kappaB cascade
	4.6E-5

	GO:0045429
	positive regulation of nitric oxide biosynthetic process
	4.9E-5

	GO:0034340
	response to type I interferon
	6.28E-5

	GO:0071357
	cellular response to type I interferon
	6.28E-5

	GO:0060337
	type I interferon-mediated signaling pathway
	6.28E-5

	GO:0052548
	regulation of endopeptidase activity
	6.63E-5

	GO:0052547
	regulation of peptidase activity
	9.57E-5

	GO:0009628
	response to abiotic stimulus
	1.16E-4

	GO:0033591
	response to L-ascorbic acid
	1.28E-4

	GO:0034728
	nucleosome organization
	1.34E-4

	GO:0006334
	nucleosome assembly
	1.34E-4

	GO:0019221
	cytokine-mediated signaling pathway
	1.5E-4

	GO:0010951
	negative regulation of endopeptidase activity
	1.52E-4

	GO:0071514
	genetic imprinting
	1.61E-4

	GO:0045428
	regulation of nitric oxide biosynthetic process
	1.65E-4

	GO:0043122
	regulation of I-kappaB kinase/NF-kappaB cascade
	1.67E-4

	GO:0071345
	cellular response to cytokine stimulus
	1.78E-4

	GO:0009629
	response to gravity
	1.78E-4

	GO:0048661
	positive regulation of smooth muscle cell proliferation
	1.98E-4

	GO:0071824
	protein-DNA complex subunit organization
	2.47E-4

	GO:0065004
	protein-DNA complex assembly
	2.47E-4

	GO:0010466
	negative regulation of peptidase activity
	2.5E-4

	GO:0009314
	response to radiation
	2.64E-4

	GO:0031667
	response to nutrient levels
	2.77E-4

	GO:0010564
	regulation of cell cycle process
	2.79E-4

	GO:0002237
	response to molecule of bacterial origin
	2.87E-4

	GO:0034622
	cellular macromolecular complex assembly
	3.13E-4

	GO:0010638
	positive regulation of organelle organization
	3.17E-4

	GO:0043066
	negative regulation of apoptotic process
	3.19E-4

	GO:0043086
	negative regulation of catalytic activity
	3.22E-4

	GO:0032259
	methylation
	3.45E-4

	GO:0043414
	macromolecule methylation
	3.45E-4

	GO:0016458
	gene silencing
	3.46E-4

	GO:0031047
	gene silencing by RNA
	3.46E-4

	GO:0051043
	regulation of membrane protein ectodomain proteolysis
	3.51E-4

	GO:0042981
	regulation of apoptotic process
	3.53E-4

	GO:0010941
	regulation of cell death
	3.67E-4

	GO:0043069
	negative regulation of programmed cell death
	3.74E-4

	GO:0006996
	organelle organization
	3.87E-4

	GO:0033043
	regulation of organelle organization
	3.92E-4

	GO:0032268
	regulation of cellular protein metabolic process
	4E-4

	GO:0007568
	aging
	4.52E-4

	GO:0009991
	response to extracellular stimulus
	4.53E-4

	GO:0043067
	regulation of programmed cell death
	4.64E-4

	GO:0010332
	response to gamma radiation
	4.74E-4

	GO:0060548
	negative regulation of cell death
	5.21E-4

	GO:0034621
	cellular macromolecular complex subunit organization
	5.6E-4

	GO:0007412
	axon target recognition
	6.09E-4

	GO:0019896
	axon transport of mitochondrion
	6.09E-4

	GO:0032755
	positive regulation of interleukin-6 production
	6.1E-4

	GO:0051248
	negative regulation of protein metabolic process
	6.45E-4

	GO:0032269
	negative regulation of cellular protein metabolic process
	6.47E-4

	GO:0010771
	negative regulation of cell morphogenesis involved in differentiation
	6.89E-4

	GO:0071214
	cellular response to abiotic stimulus
	6.93E-4

	GO:0009607
	response to biotic stimulus
	7.64E-4

	GO:0010574
	regulation of vascular endothelial growth factor production
	7.88E-4

	GO:0001101
	response to acid
	7.93E-4

	GO:0043200
	response to amino acid stimulus
	7.98E-4

	GO:0090068
	positive regulation of cell cycle process
	8.07E-4

	GO:0006469
	negative regulation of protein kinase activity
	8.17E-4

	GO:0033673
	negative regulation of kinase activity
	8.17E-4

	GO:0051348
	negative regulation of transferase activity
	8.17E-4

	GO:0071901
	negative regulation of protein serine/threonine kinase activity
	9.09E-4

	GO:0043407
	negative regulation of MAP kinase activity
	9.09E-4

	GO:0048660
	regulation of smooth muscle cell proliferation
	9.63E-4

	GO:0006916
	anti-apoptosis
	9.65E-4

	GO:0051704
	multi-organism process
	9.83E-4

	GO:2000116
	regulation of cysteine-type endopeptidase activity
	9.94E-4


