	GO term
	Description
	P-value

	GO:0010212
	response to ionizing radiation
	1.02E-6

	GO:0022403
	cell cycle phase
	5.7E-6

	GO:0022402
	cell cycle process
	1.66E-5

	GO:0032259
	methylation
	5.83E-5

	GO:0043414
	macromolecule methylation
	5.83E-5

	GO:0034728
	nucleosome organization
	1.02E-4

	GO:0006334
	nucleosome assembly
	1.02E-4

	GO:0010468
	regulation of gene expression
	1.1E-4

	GO:0071824
	protein-DNA complex subunit organization
	1.26E-4

	GO:0065004
	protein-DNA complex assembly
	1.26E-4

	GO:0071901
	negative regulation of protein serine/threonine kinase activity
	1.7E-4

	GO:0043407
	negative regulation of MAP kinase activity
	1.7E-4

	GO:0006730
	one-carbon metabolic process
	2.02E-4

	GO:0071514
	genetic imprinting
	2.08E-4

	GO:0009629
	response to gravity
	2.53E-4

	GO:0040029
	regulation of gene expression, epigenetic
	2.77E-4

	GO:0006304
	DNA modification
	2.77E-4

	GO:0006306
	DNA methylation
	2.77E-4

	GO:0006305
	DNA alkylation
	2.77E-4

	GO:0051171
	regulation of nitrogen compound metabolic process
	3.16E-4

	GO:0034097
	response to cytokine stimulus
	3.19E-4

	GO:0071214
	cellular response to abiotic stimulus
	3.4E-4

	GO:2000112
	regulation of cellular macromolecule biosynthetic process
	3.45E-4

	GO:0009628
	response to abiotic stimulus
	3.74E-4

	GO:0007568
	aging
	3.91E-4

	GO:0006996
	organelle organization
	5.49E-4

	GO:0019219
	regulation of nucleobase-containing compound metabolic process
	5.71E-4

	GO:0006355
	regulation of transcription, DNA-dependent
	5.93E-4

	GO:0033280
	response to vitamin D
	6.1E-4

	GO:0051043
	regulation of membrane protein ectodomain proteolysis
	6.1E-4

	GO:0006469
	negative regulation of protein kinase activity
	6.52E-4

	GO:0010951
	negative regulation of endopeptidase activity
	6.52E-4

	GO:0033673
	negative regulation of kinase activity
	6.52E-4

	GO:0051348
	negative regulation of transferase activity
	6.52E-4

	GO:0051252
	regulation of RNA metabolic process
	7.41E-4

	GO:0007412
	axon target recognition
	7.76E-4

	GO:0019896
	axon transport of mitochondrion
	7.76E-4

	GO:0010771
	negative regulation of cell morphogenesis involved in differentiation
	8.46E-4

	GO:0051276
	chromosome organization
	8.62E-4

	GO:0051246
	regulation of protein metabolic process
	9.17E-4

	GO:2001141
	regulation of RNA biosynthetic process
	9.18E-4

	GO:0031326
	regulation of cellular biosynthetic process
	9.23E-4

	GO:0007126
	meiosis
	9.35E-4

	GO:0016458
	gene silencing
	9.67E-4

	GO:0031047
	gene silencing by RNA
	9.67E-4


