	Gene
	Ensembl
	HCT116
	DKO
	SW480
	SW1398
	RKO
	LS513
	HT29
	Colo320
	Colo205

	ADAMTS1
	ENSG00000154734
	0.013 (3/3)
	0.909 (0/3)
	0.000 (3/3)
	0.000 (3/3)
	0.000 (3/3)
	0.000 (3/3)
	0.000 (3/3)
	0.372 (0/3)
	0.000 (3/3)

	ADAMTS5
	ENSG00000154736
	0.000 (1/1)
	0.000 (0/1)
	0.000 (1/1)
	0.000 (1/1)
	0.000 (1/1)
	0.000 (1/1)
	0.000 (1/1)
	0.000 (1/1)
	0.000 (1/1)

	ADHFE1
	ENSG00000147576
	0.226 (0/5)
	0.340 (0/5)
	0.000 (5/5)
	0.000 (5/5)
	0.000 (5/5)
	0.000 (5/5)
	0.028 (5/5)
	0.000 (5/5)
	0.000 (5/5)

	APC
	ENSG00000134982
	7.313 (2/3)
	5.433 (0/3)
	3.458 (0/3)
	1.574 (0/3)
	5.117 (0/3)
	2.934 (0/3)
	6.311 (0/3)
	3.145 (0/3)
	2.853 (0/3)

	AR
	ENSG00000169083
	0.000 (1/3)
	0.000 (0/3)
	0.367 (1/3)
	0.000 (1/3)
	0.000 (1/3)
	0.000 (0/3)
	0.000 (1/3)
	1.207 (0/3)
	0.000 (1/3)

	BHLHB9
	ENSG00000198908
	0.407 (9/9)
	0.341 (0/9)
	0.581 (3/9)
	0.018 (3/9)
	0.235 (3/9)
	0.092 (3/9)
	0.098 (3/9)
	0.867 (3/9)
	0.062 (9/9)

	BMP3
	ENSG00000152785
	0.000 (1/3)
	0.090 (0/3)
	0.000 (1/3)
	0.000 (1/3)
	0.000 (1/3)
	0.000 (1/3)
	0.000 (1/3)
	0.000 (1/3)
	0.000 (1/3)

	BNIP3
	ENSG00000176171
	0.670 (1/1)
	0.980 (0/1)
	0.000 (1/1)
	0.000 (1/1)
	0.000 (1/1)
	0.000 (1/1)
	0.000 (1/1)
	0.471 (1/1)
	0.000 (1/1)

	BOLL
	ENSG00000152430
	0.000 (4/4)
	0.152 (0/4)
	0.000 (4/4)
	0.000 (4/4)
	0.000 (4/4)
	0.000 (4/4)
	0.000 (4/4)
	0.000 (4/4)
	0.000 (4/4)

	BRCA1
	ENSG00000012048
	11.130 (0/28)
	10.613 (0/28)
	3.465 (23/28)
	3.515 (23/28)
	5.524 (23/28)
	3.856 (0/28)
	7.201 (23/28)
	8.629 (23/28)
	4.225 (0/28)

	CDH1
	ENSG00000039068
	3.667 (3/4)
	2.526 (0/4)
	0.417 (0/4)
	13.162 (3/4)
	0.000 (3/4)
	2.311 (0/4)
	18.060 (3/4)
	0.012 (3/4)
	13.306 (3/4)

	CDH13
	ENSG00000140945
	0.000 (0/4)
	4.333 (0/4)
	4.754 (0/4)
	0.000 (0/4)
	0.000 (0/4)
	0.000 (0/4)
	0.000 (0/4)
	0.000 (0/4)
	0.000 (0/4)

	CDKN2A
	ENSG00000147889
	2.450 (2/2)
	0.632 (0/2)
	0.314 (2/2)
	0.686 (2/2)
	0.052 (2/2)
	0.000 (2/2)
	0.837 (2/2)
	0.093 (2/2)
	1.060 (2/2)

	CDKN2B
	ENSG00000147883
	1.850 (0/2)
	0.470 (0/2)
	0.122 (0/2)
	0.156 (0/2)
	0.310 (0/2)
	0.747 (0/2)
	0.414 (0/2)
	0.000 (0/2)
	0.235 (0/2)

	CRABP1
	ENSG00000166426
	0.000 (3/3)
	0.637 (0/3)
	0.056 (1/3)
	0.000 (3/3)
	0.000 (3/3)
	0.000 (3/3)
	0.000 (3/3)
	0.872 (3/3)
	0.000 (3/3)

	CTCFL
	ENSG00000124092
	0.018 (9/9)
	21.637 (0/9)
	0.000 (9/9)
	0.000 (9/9)
	0.000 (9/9)
	0.000 (9/9)
	0.000 (9/9)
	0.083 (9/9)
	0.000 (9/9)

	DAPK1
	ENSG00000196730
	0.186 (4/5)
	0.136 (0/5)
	0.000 (5/5)
	0.630 (2/5)
	1.336 (0/5)
	0.000 (5/5)
	3.392 (0/5)
	0.000 (5/5)
	1.651 (2/5)

	DKK1
	ENSG00000107984
	71.480 (0/1)
	9.401 (0/1)
	0.551 (0/1)
	4.209 (0/1)
	0.000 (1/1)
	0.000 (1/1)
	5.772 (0/1)
	0.000 (1/1)
	0.432 (1/1)

	ESR1
	ENSG00000091831
	0.002 (10/14)
	0.013 (0/14)
	0.000 (10/14)
	0.000 (10/14)
	0.000 (10/14)
	0.000 (10/14)
	0.000 (10/14)
	0.000 (10/14)
	0.000 (10/14)

	EXT1
	ENSG00000182197
	1.340 (0/1)
	3.144 (0/1)
	0.444 (0/1)
	3.257 (0/1)
	0.955 (0/1)
	1.001 (0/1)
	2.679 (0/1)
	0.260 (0/1)
	1.308 (0/1)

	EYA4
	ENSG00000112319
	0.006 (6/8)
	0.261 (0/8)
	0.000 (6/8)
	0.000 (6/8)
	0.000 (6/8)
	0.000 (6/8)
	0.000 (6/8)
	0.874 (6/8)
	0.000 (6/8)

	FAT1
	ENSG00000083857
	115.715 (0/2)
	19.327 (0/2)
	5.470 (0/2)
	14.704 (0/2)
	5.179 (0/2)
	38.148 (0/2)
	31.628 (0/2)
	4.700 (0/2)
	17.069 (0/2)

	GAS7
	ENSG00000007237
	0.220 (1/4)
	0.282 (0/4)
	0.065 (2/4)
	0.000 (1/4)
	0.000 (1/4)
	0.280 (1/4)
	0.000 (1/4)
	0.000 (1/4)
	0.000 (1/4)

	GATA4
	ENSG00000136574
	0.000 (2/3)
	0.890 (0/3)
	0.000 (3/3)
	0.000 (3/3)
	0.774 (3/3)
	0.000 (3/3)
	0.000 (3/3)
	0.000 (3/3)
	0.000 (3/3)

	GATA5
	ENSG00000130700
	0.000 (2/2)
	0.344 (0/2)
	0.000 (2/2)
	0.000 (2/2)
	0.000 (2/2)
	0.000 (2/2)
	0.000 (2/2)
	0.000 (2/2)
	0.000 (2/2)

	GSTP1
	ENSG00000084207
	25.740 (0/3)
	13.211 (0/3)
	3.682 (1/3)
	6.228 (0/3)
	6.252 (0/3)
	7.653 (0/3)
	15.635 (0/3)
	3.675 (3/3)
	5.520 (3/3)

	HIC1
	ENSG00000177374
	0.000 (3/3)
	0.050 (0/3)
	0.000 (3/3)
	0.000 (3/3)
	0.013 (3/3)
	0.000 (3/3)
	0.020 (3/3)
	0.000 (3/3)
	0.000 (3/3)

	HOXA9
	ENSG00000078399
	19.483 (0/4)
	6.826 (0/4)
	8.511 (0/4)
	7.983 (3/4)
	9.262 (0/4)
	5.142 (0/4)
	12.529 (4/4)
	0.918 (4/4)
	5.686 (3/4)

	HOXD1
	ENSG00000128645
	0.000 (3/3)
	0.327 (0/3)
	0.000 (3/3)
	0.000 (3/3)
	0.056 (3/3)
	0.000 (3/3)
	0.000 (3/3)
	0.587 (3/3)
	0.000 (3/3)

	ID4
	ENSG00000172201
	0.000 (1/1)
	0.174 (0/1)
	0.000 (1/1)
	0.000 (1/1)
	0.000 (1/1)
	0.000 (1/1)
	0.000 (1/1)
	0.174 (1/1)
	0.000 (1/1)

	IGFBP3
	ENSG00000146674
	0.110 (6/8)
	0.065 (0/8)
	7.728 (8/8)
	0.000 (8/8)
	0.000 (6/8)
	0.089 (6/8)
	0.000 (8/8)
	0.000 (6/8)
	0.000 (6/8)

	LAMA1
	ENSG00000101680
	0.020 (1/2)
	0.245 (0/2)
	0.008 (1/2)
	0.000 (1/2)
	3.644 (1/2)
	0.000 (1/2)
	0.000 (1/2)
	0.000 (1/2)
	0.000 (1/2)

	LAYN
	ENSG00000204381
	0.000 (3/3)
	39.276 (0/3)
	0.000 (3/3)
	0.000 (3/3)
	0.000 (3/3)
	0.000 (3/3)
	0.000 (3/3)
	0.000 (3/3)
	0.000 (3/3)

	LMNA
	ENSG00000160789
	60.711 (1/12)
	18.480 (0/12)
	14.123 (0/12)
	9.652 (0/12)
	2.803 (0/12)
	16.387 (0/12)
	23.036 (0/12)
	0.192 (0/12)
	13.732 (0/12)

	MAGEA4
	ENSG00000147381
	0.000 (5/16)
	16.009 (0/16)
	0.000 (1/16)
	0.000 (6/16)
	0.000 (1/16)
	0.000 (0/16)
	0.000 (2/16)
	0.000 (4/16)
	0.000 (8/16)

	MAL
	ENSG00000172005
	0.000 (4/4)
	0.028 (0/4)
	0.000 (4/4)
	0.000 (4/4)
	0.000 (4/4)
	0.000 (4/4)
	0.000 (4/4)
	0.000 (4/4)
	0.000 (4/4)

	MGMT
	ENSG00000170430
	0.395 (2/2)
	0.201 (0/2)
	0.153 (2/2)
	0.275 (2/2)
	0.368 (0/2)
	0.000 (2/2)
	0.227 (2/2)
	0.000 (2/2)
	0.089 (2/2)

	MLH1
	ENSG00000076242
	1.619 (3/16)
	1.817 (0/16)
	1.713 (1/16)
	1.617 (11/16)
	0.000 (11/16)
	1.651 (11/16)
	1.454 (11/16)
	2.305 (3/16)
	1.195 (14/16)

	NDRG4
	ENSG00000103034
	0.920 (7/7)
	0.378 (0/7)
	0.118 (4/7)
	0.037 (7/7)
	0.155 (7/7)
	0.000 (7/7)
	0.039 (7/7)
	0.260 (6/7)
	0.013 (7/7)

	NPY
	ENSG00000122585
	0.000 (3/3)
	0.000 (0/3)
	0.000 (3/3)
	0.000 (3/3)
	0.000 (3/3)
	0.000 (3/3)
	0.000 (3/3)
	0.000 (3/3)
	0.000 (3/3)

	PAGE1
	ENSG00000068985
	0.000 (1/1)
	23.329
	0.000 (1/1)
	0.000 (0/1)
	0.000 (0/1)
	0.000 (0/1)
	0.000 (0/1)
	0.000 (1/1)
	0.000 (1/1)

	PGR
	ENSG00000082175
	0.000 (2/2)
	0.261
	0.000 (2/2)
	0.000 (2/2)
	0.000 (2/2)
	0.000 (2/2)
	0.000 (2/2)
	0.000 (2/2)
	0.000 (2/2)

	PHACTR3
	ENSG00000087495
	0.000 (5/7)
	0.103
	0.238 (2/7)
	0.044 (3/7)
	0.000 (3/7)
	0.253 (2/7)
	0.124 (3/7)
	0.011 (2/7)
	0.000 (3/7)

	PRDM2
	ENSG00000116731
	2.762 (1/11)
	3.966
	1.551 (6/11)
	1.031 (1/11)
	2.688 (1/11)
	2.092 (1/11)
	2.771 (1/11)
	2.444 (5/11)
	1.648 (6/11)

	PRKCDBP
	ENSG00000170955
	0.430 (0/1)
	0.506
	0.245 (0/1)
	0.000 (1/1)
	0.026 (0/1)
	0.000 (1/1)
	0.000 (1/1)
	0.000 (1/1)
	0.000 (1/1)

	PRLR
	ENSG00000113494
	0.000 (0/6)
	0.014
	0.000 (0/6)
	0.116 (0/6)
	0.000 (0/6)
	0.015 (0/6)
	0.345 (0/6)
	0.004 (2/6)
	0.042 (2/6)

	PTGS2
	ENSG00000073756
	0.130 (0/2)
	0.087
	0.000 (0/2)
	2.022 (0/2)
	0.000 (2/2)
	0.059 (0/2)
	0.581 (0/2)
	0.006 (0/2)
	0.508 (0/2)

	RAB40AL
	ENSG00000102128
	0.110 (1/1)
	0.134
	0.092 (1/1)
	0.000 (1/1)
	0.000 (1/1)
	0.052 (1/1)
	0.000 (1/1)
	0.050 (1/1)
	0.025 (1/1)

	RASGRF2
	ENSG00000113319
	0.020 (1/1)
	0.079
	0.015 (1/1)
	1.043 (0/1)
	0.000 (1/1)
	0.702 (1/1)
	2.088 (0/1)
	0.012 (1/1)
	1.575 (1/1)

	RASSF1
	ENSG00000068028
	1.965 (2/8)
	2.112
	1.058 (0/8)
	0.119 (8/8)
	0.258 (8/8)
	0.356 (6/8)
	0.510 (8/8)
	0.352 (8/8)
	0.505 (8/8)

	RASSF5
	ENSG00000136653
	0.410 (5/6)
	1.149
	0.275 (5/6)
	0.168 (5/6)
	0.120 (6/6)
	0.013 (6/6)
	0.502 (5/6)
	0.025 (5/6)
	0.186 (5/6)

	SFRP1
	ENSG00000104332
	0.000 (1/2)
	16.191
	0.000 (1/2)
	0.000 (1/2)
	0.000 (1/2)
	0.000 (1/2)
	0.000 (1/2)
	0.000 (1/2)
	0.000 (1/2)

	SLC5A8
	ENSG00000139357
	0.000 (1/1)
	0.016
	0.000 (1/1)
	0.000 (1/1)
	0.000 (1/1)
	0.000 (1/1)
	0.000 (1/1)
	0.000 (1/1)
	0.000 (1/1)

	SLC6A15
	ENSG00000072041
	0.000 (4/4)
	2.113
	0.000 (4/4)
	0.000 (4/4)
	0.000 (4/4)
	0.000 (4/4)
	0.000 (4/4)
	0.000 (4/4)
	0.000 (4/4)

	SOCS1
	ENSG00000185338
	0.030 (0/1)
	0.071
	0.000 (1/1)
	0.000 (1/1)
	0.000 (0/1)
	0.000 (1/1)
	0.000 (1/1)
	0.000 (1/1)
	0.000 (1/1)

	SOCS3
	ENSG00000184557
	0.490 (1/1)
	3.207
	0.015 (1/1)
	0.000 (1/1)
	0.103 (1/1)
	0.000 (1/1)
	0.000 (1/1)
	0.000 (1/1)
	0.000 (1/1)

	STK11
	ENSG00000118046
	10.220 (0/2)
	5.329
	1.301 (0/2)
	1.775 (0/2)
	1.554 (0/2)
	2.223 (0/2)
	3.388 (2/2)
	1.569 (2/2)
	2.165 (2/2)

	SYK
	ENSG00000165025
	0.455 (3/4)
	1.246
	27.525 (0/4)
	1.423 (0/4)
	2.293 (0/4)
	6.055 (0/4)
	3.413 (0/4)
	0.000 (3/4)
	1.438 (0/4)

	TFPI2
	ENSG00000105825
	0.000 (2/2)
	5.325
	0.000 (2/2)
	0.000 (2/2)
	0.000 (2/2)
	0.000 (2/2)
	0.000 (2/2)
	0.000 (2/2)
	0.000 (2/2)

	THBS1
	ENSG00000137801
	2.700 (3/3)
	10.947
	0.826 (0/3)
	1.970 (0/3)
	0.000 (3/3)
	1.326 (0/3)
	1.812 (0/3)
	0.050 (0/3)
	1.084 (0/3)

	TP73
	ENSG00000078900
	0.783 (0/8)
	0.200
	0.094 (8/8)
	0.048 (8/8)
	0.256 (8/8)
	0.081 (8/8)
	0.170 (8/8)
	0.000 (8/8)
	0.084 (8/8)

	TSHR
	ENSG00000165409
	0.000 (3/3)
	0.000
	0.000 (3/3)
	0.000 (3/3)
	0.000 (3/3)
	0.000 (3/3)
	0.000 (3/3)
	0.083 (3/3)
	0.000 (3/3)

	TWIST1
	ENSG00000122691
	0.090 (2/2)
	0.407
	0.000 (2/2)
	0.000 (2/2)
	0.000 (2/2)
	0.000 (2/2)
	0.000 (2/2)
	0.000 (2/2)
	0.000 (2/2)

	UCHL1
	ENSG00000154277
	0.000 (3/3)
	46.444
	0.117 (3/3)
	0.000 (3/3)
	0.000 (3/3)
	0.000 (3/3)
	0.000 (3/3)
	36.865 (0/3)
	0.000 (3/3)

	VHL
	ENSG00000134086
	6.895 (1/4)
	8.793
	1.205 (4/4)
	2.068 (4/4)
	2.545 (4/4)
	3.006 (4/4)
	4.516 (4/4)
	4.139 (0/4)
	2.673 (4/4)

	VIM
	ENSG00000026025
	1.445 (2/2)
	57.168
	17.733 (1/2)
	0.000 (2/2)
	1.638 (2/2)
	0.000 (2/2)
	0.000 (2/2)
	52.464 (0/2)
	0.025 (2/2)

	WIF1
	ENSG00000156076
	0.000 (1/1)
	0.016
	0.000 (1/1)
	0.000 (1/1)
	0.000 (1/1)
	0.000 (1/1)
	0.000 (1/1)
	3.670 (1/1)
	0.000 (1/1)


Each column shows normalized average transcription value of the gene in the given cell line. The value between brackets shows how many of the annotated promoters are methylated. 
