[image: image1.png]PR (O[O (@ ria ][ Tools -] [Homo sapiens -] [z Ir]  [sz7e70s ] [sossss0 |
529300000 529900000 530000000 530100000 530200000 530300000 530400000
& | Do ———————_ & ——— [ B

@E o o——

Uniqueness{1010g10)
@B 6 o—— '
i

A

FALLAE 10 LI

g
%é‘"ﬁ" e
%

LT 1
— ululmJqunuJullllllllJ LU LD L 000N R 0 L R | |

e —— |





In the top track of the image two genes are shown in grey. The top gene is TOM1L1 which is located on the forward strand, the bottom gene is COX11 which is located on the reverse strand. Directional sequencing allows transcription to be allocated to one of both strands. Transcription on the sense strand is shown in green, transcription on the reverse strand is shown in red. Although both genes overlap on complementary strands, it is still possible to quantify the expression of both genes. The ‘green transcription’ is allocated to TOM1L1, the ‘red transcription’ is allocated to COX11. Using conventional RNA sequencing, allocating transcription to one of both strands is impossible.
